Introduction
Machado-Joseph disease (MJD) is a clinically heterogeneous neurological disorder presenting with cerebellar ataxia variably associated with pyramidal, peripheral nerve and extrapyramidal signs, ophthalmoplegia and dysphagia (Sequeiros & Coutinho 1993) . Autosomal dominant inheritance and Portuguese-Azorean ancestry further characterize the disease. Clinical and genetic similarities to autosomal dominant cerebellar ataxias (ADCA) led Harding to classify MJD as ADCA type I (Harding 1993).
The gene responsible for MJD was mapped to a 29-cM interval on chromosome 14q24.3-q32 by linkage analysis in Japanese families of possible Portuguese-Azorean origin (Takiyama et al. 1993) . Four different loci have been identified for ADCA type I (Yakura et al. 1974 , Gispert et al., Orr et al. 1993 , Gardner et al. 1994 , Stevanin et al. 1994 , one of which, designated spinal cerebellar ataxia 3 (SCA3), was recently mapped in families of French ancestry to a 15-cM interval within the MJD candidate region (Stevanin et al. 1994) , suggesting that a single gene may be responsible for both MJD and SCA3. We have now reduced the SCA3 candidate interval to 3 cM between markers D14S291 and D14S81 by linkage and haplotype analyses (Stevanin et al. in press) . To define the localization of MJD and determine whether MJD and SCA3 map to the same interval, linkage analysis was performed in a MJD Brazilian family with six 14q markers.
